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Abstract

Two hundred and fifty isolates of endophytic fungi isolated from healthy wild banana
were screened for antagonistic ability. A dual culture method was used to established the
ability of endophytic fungi to inhibit growth of banana pathogens. Colletotrichum musae and
Fusarium oxysporum were used as test organisms. The endophytic fungus, Guignardia
cocoicola CMUBE 1415 had highest percent inhibition against C. musae (44.9%), and F.
oxysporum (11.5%).

Eight hundred and twenty strains of endophytic fungi isolated from healthy wild
banana were screened for the production of antifungal antibiotics. Four media were used for
fermentation. A paper disc agar diffusion assay method was used to check the activity of
resulting supernatants. Two strains of Saccharomyces cerevisiae strain S5 553 (wild type
strain) and strain EC 19 (mutant strain that defective in certain genes required for chitin
synthesis) were use as test organisms. The endophyte, Fusarnnum sp. CMUBE1681
fermented on F3, F5 media had the highest activity against strain EC 19.

Thirty-six 1solates of Colletorichum spp. were isolated from banana, ginger,
Euphatonnum thymifolia, soybean, longan, mango and Draceana sanderiana. They included
endophytes from healthy plants and probable pathogens from disease lesions. Isolates
were identiied and grouped based on colony morphology, and size and shape of
appressorna and conidia. Molecular analysis based on sequences of the internal transcribed
spacers (ITS1 and ITS2) including the 5.8S rDNA, indicated that the Colletotrichum isolates

comprised five clades that paralleled the morphological groupings. Most isolates clustered



within three distinct C. gloeosporioides clades which potentially represented different
species. Colleotrichum musae was positioned close to the C. gloeosporioides clades, while
the C. truncatum clade was distant to the other groups. The correlation between
morphological and molecular-based clustering demonstrated the genetic relationships
among the isolates and species of Colletotrichum and indicated that ITS rDNA sequence

data were potentially useful in taxonomic species determination.
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