v

224845

4mfjwﬂﬁ*ﬁmqﬂszmﬁxﬁaﬁ‘?mgﬂuw Polymerase chain reaction-restriction fragment
. d%l n v o & o =) ] 6 3 o3
length polymorphism (PCR-RFLP Pattcrn) vaditiony In uagda o Soueunaz iy
] - ¥y oy Y
liudrededmiunsasnaeuiivventie 3 sdaluerns nnulsdnmanuamin
' { 1 > v _a
gegagiluuy PCR-RELP 7114 TagnisasanSauSuandonyluiienauvisiiogluglinghuuaz
] Y ¥y 3 ) o \ )
Tugirumsidnnudeu Tnoweuidenyiuileln unzilonyfuiiofludandausn 4
Y o, & (L X
fu D 0.05%, 0.075%, 0.1%, 0.5%. 1%, 10%, uag 25% MWWy uazdseyndldqaluuy PCR-
i e g s W ' . [
rRFLP 718 TunmssumniflonylunAndusionns Taoumunsguaumsudsguiiiu 2 uuy e

a o

o o ' [ dy 4
precook 1A% cook §11U 17 ¥l wansAnwud 1871ibn PCR-RFLP Asil wansiil PCR

L) ) ] & ¥ o Qy ] e‘
TunSnaduleTnTasy T vowmy daldioulsidaiume 4 1 uag Bsall 18FuABUIBATIA

! o W 9 o a o 4 Soa a st v A o

360, 131 ua 115 giua awdwy dwmfusdadual per TuuinadulyInlasy 3 vesln dda
¥ ] ‘

druoulsdfaduwie Rea 1 oz Hinf1 wui1 18Fuadweffivma 360, 210, 149 Ung 70 Gluw

o _ o a  w <) =) ; o o L4 °

adIRy wazkinsoal PCR TuuSnadulyInlasy § veet Fedadooulaidasums A
v ] , o

1 uog Hinf 1 wuh W5uRduediivwia 250, 198, 196, 190, 117 uag 70 g AWAIAY

4 3 o - =] { o '

ilossinmsadigiuuy peR-RFLP  Tauldiow luddadwmenawaiialdunufduendsl

FanuuazAeutaganiadonldionls! ssan  Mewriladuafiofnuinnuamsegega

e Yo L4 d%’ i 4%’ ' 4’(‘ -g @t

Uiy PCR-RFLP #l¥3nsidlonyludonay wud smnsnassnuiionyludionsy 35

¥

o a o A g A o ! g = Yat
figersadnnenifonyluilonau@isasidin 005 % Tavhidwenyilatuing 131 uaz
' [ ' g Y y { ; o o ] o 9
228 e ua linuiBuenywauiv lnlugdfnumsianwden 121 °c 15 Wit dwfuwa

o 4’( s W o d ' o A g Y (Y ' ¥y a w o d
maswuniflonyluniasausioms wohmusoadanowe laluyndode sndu wdadoal
DIMITUUY precook AB LU lA LazKAnS MO MITULY cook Migangiigendt 121°C fio ny

=4 11 ' o i dy ] “ &g 3 o
noansziioy lAneansuifion weuusvy uazheunaielansoadaddweld vinduh
& ] a w7 d a & 1 ] ' ?
afaAduenanaasusionsi 18 ldudTnams wudhlduovdidwevwia 359 gua

° ' ' 4 = 3 Y g do o ]
mstuunanuuanaes s Nailerianiee Tasnsdadaoulidadumg Bsarl wudh lu

a W [4 ' ' o J’ '
wAafaaiemslszian  precook  AIMIDLERANUANATYH e IsiTiiTe nd
\ V d‘d 3 4 Y 1 Q o
dlszneu sonninemsifiienyuazileYudududsznonld dmivermsyszinn cook
do o o a a o o 1 a d
euladfadumzamuadanandannmafinySnamsiugnssylduatadufidueni
Snuaig smear 39 Ianso lHuenanuuanaie 18 ed19'lsAmumniln polymerase chain reaction

- Restriction Fragment Length Polymorphism (PCR - RFLP) f'fq;ﬂutwﬂﬁﬂﬁmmxﬂu“lums

1 £
A

° 9o o < ol ' a W 4 o
dnnlduuaniasasiornsifidenyudiulszneusennnndadasiomsdusustie

[

) o - + o
uwsvaedlosonndludinysenda soaduazidoneld



224845

The objective of this study is to construct polymerase chain reaction-restriction fragment
length polymorphism (PCR-RFLP) pattern of pork, chicken and beef, This pattern will be applied to
determine the species origin of raw rneat; The detection limit of PCR-RFLP technique for
determining the species region of pork (Sus scrofa) in raw meat and heat treated meat mixture was
studied. Pork was mixed with chicken or cow at ratios 0.05%, 0.075%, 0.1%, 0.5%, 1%, 10%, and
25%, respectively. And this technique was 'applied to identify pork in 17 processed foods (precook
and cook). The PCR-RFLP patterns were shown as following; the cyt & PCR product amplified
from pork was cut with REs Alu I and BsaJl, It generated 3 fragments of 360, 131 and 115 bp.; the
cyt b PCR product amplified from chicken was cut with REs Rsa I and Hinf L. It generated 4
fragments of 360, 210, 149 and 70 bp. ; and the cyt b PCR product amplified from beef was cut
with REs A4lu I and Hinf 1. It generated 6 fragments of 250, 198, 196, 190, 117 and 70 bp. Because
of PCR-RFLP patterns using more than one restriction enzyme is unclear pattern. Then only BsaJl
was performed and determined the species region of pork (Sus scrofa) in raw meat and heat treated
meat mixture. All meat mixtures at 0.05% were detected and they generated the 131 bp and 228 bp.
In contrast, the heated mixture of pork and chicken (121°C 15 min) was not detected. In 17
processed foods, all DNA of the food products were successfully extracted except in precook
(fermented chicken) and cook at 121°C (fried pork, fried chicken, and curry pork and curry beef).
The extracted genomic DNA was then subjected to PCR and cut with Bsall In precook, PCR
products of processed foods from chicken can distinguish from port and beef. Contrast to cook
product, shear and small fragment of PCR product was shown. However, this method was popular
for the videntiﬁcation of pork derivatives in food products because it is saving, rapid and potentially

reliable,





