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The purpose of this research was to select KSB bacteria in soil surrounding
cassava roots with the potential to dissolve potassium from compact soil and
bacteria were tested for solubility of potassium in the laboratory and in the pot. The
80 soil samples were collected from cassava planting areas in Nakhon Ratchasima
Province. This is an area with no history of compact soil. The results showed that the
5 strains were able to dissolve potassium minerals in modified aleksandrov medium
such as strain SS 011, SS 030, SS 040, SS 045 and SS 046. The 5 strain of 16S rRNA
was identified as the nucleotide sequence of 16S rRNA, similar to Bacillus kochii strain
SBCYB2 (98%) Bacillus megaterium NBRC 15308 (96%) Bacillus aryabhattai strain P10
(98% ) Bacillus safensis strain SHR3-1 (97% ) and Bacillus megaterium strain AVMB3

(97%), respectively.
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