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Abstract
T167928
The fungi in Xylariaceae family possess the capability of synthesizing various types of bioactive
compounds, which could be useful for pharmaceutical development. Particularly, the bioactive
compounds in polyketide group are intensively interesting. In this research, the polyketide synthase
gene (PKS) was cloned using homologous probe for the genomic library screening from Xylaria sp.
BCC1067. The obtained PKS gene named pksmt has ORF at the size of 8,502 bp. This gene
encoded 2,591 amino acids following removal of 10 interspersed introns, of these the shortest was
51 bp and the longest was 137 bp. From the gene structural analysis, pksmt was classified as
iterative type I PKS, a highly reduced PKS, consisting of 6 domains: KS, AT, MT, ER, KR and
ACP, respectively. The phylogenetic tree analysis of pksmt gene was revealed that pksmt was most
closely grouped to the compactin biosynthesis gene of Penicillium citricum and lovastatin
biosynthesis gene of Aspergillus terreus, in which both of them possess chloresterol lowering
activity. Subsequently, the gene was further studied using gene disruption technique and the
comparison of secondary metabolite profiles between mutant and wild type utilizing HPLC.
Unfortunately, no missing peak of the mutant was found, thus, the function of pksmt is still unclear.
Nevertheless, the mutants achieved throughout the research are interesting and could be used to

prove the function of pksmt including the polyketide synthesizing ability of this fungus.
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