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The objective of this study aims to molecular phylogenetic relationships of
Durian in Nonthaburi province. It has been investigated by PCR and nucleotide
sequencing technique based on ribosomal DNA (rDNA). Amplification and sequencing
of the internal transcribed spacer (ITS) regions of rDNA (ITS1-5.85-ITS2) was performed
using ITS primers. The PCR amplification of this region was detected a unique
fragment of approximately 1,435 bp. The nucleotide sequences were analyzed
against those of Durio spp. sequences from GenBank database using the ClustalX
program and Mega 6 software for phylogenetic analysis. The neighbour-joining
dendrogram was generated which provided more information on polymorphism.
These data demonstrate the relationships could be ungroup. However, Kanyaosrinak
Thongyoichat and Kobchainam are connected in genetic and morphological
characteristics such as leaf blade shape, leaf apex shape and leaf base shape.
Futhermore, Kobchainam and Thongyoichat are similarity in fruit shape, fruit stalk

shape and fruit spine shape.
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